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1 |Chromosome study (AF), without AFP 2,000 350 700,000
2 |Chromosome study (Bone marrow) 3,000 250 | 750,000
3 |Chromosome study (Q'!:ﬂ’JBLeukemia) 3,400 50 170,000
4  |Chromosome study in Blood 1,400 80 112,000
5 |Acute leukemia panel, flow cytometry 3,400 220 748,000
6 |Lymphocyte all subsets panel, flow cytometry 3,500 10 35,000
7  |Lymphoma panel, flow cytometry 3,200 150 480,000
8. |PNH panel, flow cytometry 2,500 20 50,000
9 |BCR-ABL by RQ PCR 4,700 150 705,000
10 |BCR-ABL Mutation Detection by Direct Sequencing 9,000 20 180,000
11 |Fusion gene (BCR/ABL) by FISH 4,500 10 45,000
12 |Fusion gene (BCR/ABL) by RT-PCR 2,100 50 105,000
13 |Duchenne/Becker-MLPA 6,000 10 60,000
14 |FIP1L1-PDGFRA Fusicn gene by FISH 5,000 10 50,000
15 FIP1L1-PDGFR-alpha gene 4,000 10 40,000
16 |FLT3 gene mutation in AML 4,200 10 42,000
17 [Fragile X Syndrome Analysis 4,500 10 " 45,000
18  [Multiple myeloma (MM), low cytometry 3,400 10 34,000
19  |Multiple myeloma by FISH [del (17) and t(4;14)] 8,500 10 85,000
20 [NPM1 gene mutation in AML 3,700 10 37,000
21 |PML/RARA fusion gene by FISH 4,000 10 40,000
22 |PML/RARA fusion gene by RT-PCR (berl and ber3) 4,300 20 86,000
23 |Prader-Willi / Angelman syndrome by FISH 8,500 10 85,000
24 |Prader-Willi/Angelman syndrome {SNRPN by MS-MLPA) - 6,000 10 60,000
25 |VCFS / DiGeorge / CATCH 22 by FISH 4,300 10 43,000

4,787,000




